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Identification of the upstream regulatory genes specific to the subtypes of
uterine leiomyoma without the MED12 mutation

SATO, Shun
3,400,000
MED12(+) MED12(-)
MED12(+) MED12(-)
MED12(+) SATB2 NRG1  MED12 (-)
1
MED12(+) MED12(-)
MED12(+) MED12(-)

To clarify the specificity and commonality between the MED12-mut and
MED12-wt uterine leiomyoma subtypes, based on the mRNA expression data, the aberrant expressed genes
in each leiomyoma subtype and the co-expressed genes by the weighted gene co-expression network
analysis were identified. The pathway analysis for the identified aberrant expressed genes and
co-expressed genes revealed that the signaling pathways involving the extracellular matrix
production and the angiogenesis are activated, in MED12-mut and MED12-wt leiomyoma subtypes,
respectively. In addition, SATB2 and NRG1, which are involved in the onset and development of
MED12-mut leiomyomas, are also highly expressed in the most MED12-wt leiomyoma specimens, suggesting
that these genes may function in common in both leiomyoma subtypes. The findings in the study will
be the basis for providing appropriate treatments for the patients bearing each leiomyoma subtype.
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