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Role of innate immunity in the pathogenesis of eosinophilic chronic
rhinosinusitis: Alermin and IL-18
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Alarmins such as HWMGB1, Calprotectin, TSLP, IL-25, IL-33, ATP, are
released from airway epithelial cells by various inflammatory stimuli, and play important roles in
innate immune responses of airway inflammation. We revealed that allergens such as Alternaria, house

dust mite, protease from S aureus, stimulated the release of these alarmins and that mRNA and
protein expression of these alarmins were increased in nasal epithelial cells from patients with

eosinophilic chronic rhinosinusitis.
Oxidative stress (NADPH oxidase-DUOX1) and ATS are important in the release of TSLP, IL-25, IL-33,
and intranasal instillation of NADPH oxidase inhibitors attenuated the nasal inflammation in mouse

model of eosinophilic chronic rhinosinusitis.
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