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The analysis of the FGFR gene abnormalities in the head and neck squamous cell
carcinoma.
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We investigated genomic abnormalities of fibroblast growth factor receptor
1,2,3and 4 of the head and neck cancer (HNC). Insertion/deletion (Indel) and Single nucleotide
Polymorphism (SNP) were analyzed, using Next-generation sequencer. Whole Exome Sequencing (WES) was
adopted. Sixteen Indels were detected in oropharyngeal and hypopharyngeal cancers, and the most
abnormalities was detected in FGFR2 (9 Indels). Those were included in intronic sequence of the
reference gene (GRCh38/hg38). Eighty four SNPs were detected in oropharyngeal and hypopharyngeal
cancers. The most abnormalities in exonic sequence was detected in FGFR4 (13 SNPs). The role of
FGFR4, concerning the mechanism of carcinogenesis, is still unknown. Thus, the relationships between

carcinogenesis and FGFR4 of the HNC are thought to be the next target to study.
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