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Identification of novel genes responsible for sex differences of age-related
hearing loss
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BALB/cA mice, a sub-strain of BALB/c mice, develop early-onset high
frequency-specific age-related hearing loss (ARHL), while BALB/cByJ mice, another sub-strain of
BALB/c mice, are resistant to the ARHL. Preliminary studies indicate that the susceptibility of
BALB/cA to the onset of ARHL is caused by multiple responsible genes, at least one of which is
located on the X chromosome. Since the genes responsible for the onset of ARHL on the X chromosome
have not been reported, we performed X chromosome mapping using F2 individuals and single-cell
RNA-seq to compare gene expression in outer hair cells to search for responsible genes. The genes
with different expression among the sub-strains were selected as candidate genes.
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