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Bone is always renewed by new bone forming cells after bone resorption. It
is not known the mechanism by which the bone forming cells migrate to bone resorption site after the
resorption. We found that alkaline phosphatase-positive bone forming cells exist around
osteoclast-like cell differentiated in soft tissues. Therefore, we hypothesized that
osteoclast-derived fluid factor will attract bone forming cells. In our experiment, osteoclast but
not macrophage secreted migration factor for mesenchymal stem cells (MSCs) in vitro. Furthermore,
MSCs migration was evoked by sphingosine-1-phosphate (S1P) gradient. We are trying to establish
knockout cell line of Sphk2, sphingosine kinase 2. Sphk2 KO cell will be an essential tool to
investigate precise mechanism by which osteoblast forming cell migrate in bone resorption area.
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