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Prediction of tuberculosis transmission in Japan by use of genotypic data
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We analyzed the genotypic data on Mycobacterium tuberculosis strains
collected throughout Japan and obtained the following two findings related to the tuberculosis
transmission. (1) The VNTR methods used in Japan and other countries may falsely identify 52%-76% of

strains as originate from recent transmission. (2) From the analysis of the location where
genetically clonal tuberculosis strains isolated, half of the tuberculosis transmission occurred
within 40 km and most within 200 km.
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