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Detection of salivary miRNAs that predict chronic periodontitis progression
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Previous studies have been conducted about biomarkers that reflect
periodontal disease, including microRNA. However, there are few studies using saliva. In this study,
the salivary expression of hsa-mir-381-3p (microRNA) in the periodontitis group was significantly
higher than that in the control group. There was a positive correlation between the expression of

hsa-mir-381-3p and the mean probimg pocket depth. Next, one of human immune cells (THP-1) were
co-cultured with Porphyromonas gingivalis. As a result, the expression level of hsa-mir-381-3p in
the THP-1 was increased over time. Our results suggest that the salivary expression of
hsa-mir-381-3p in the periodontitis group reflects inflammatory response by immune cells.
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hsa-miR-381-3p 3.63 0.015

hsa-miR-543 2.70 0.123

hsa-miR-144-3p 2.16 0.511

hsa-miR-30b-5p 0.42 0.136
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