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ABO antigens are histo-blood group antigens and these antigens are detected
only on human and anthropoid apes, that is, ABO are not blood group antigens in other mammals. In
this research project, to elucidate the mechanism of perhaps evolutionally acquired some
species-specific tissue distribution pattern, we focused on the transcriptional regulation of the
FUT1 that regulated the expression of the H and therefore A and B antigens in erythroid lineage. We
tried to knock out an Alu element, that is one of specific repetitive sequences to human and
anthropoid apes of those erythrocytes carried no ABO antigens, resided in the second one of three
FUT1 promoters by CRISPR-Cas9 system in the erythroleukemia cell lines. However, we can not any Alu
element knock-out clones so far.
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