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Secondary structures play important roles in the biological functions of
RNAs. Co-transcriptional folding is a mechanism that can strongly affect functional RNA structures.
Co-transcriptional folding simulation based on the master equation is a promising approach for
predicting time-dependent behavior of secondary structure distribution during transcription.
Pseudoknots are important functional motifs and are dealt with in secondary structure level. In the
present study, we developed a computational method for sampling the secondary structures that
compose an RNA secondary structure energy landscape; the developed sampling method was applied to
co-transcriptional folding simulation that utilizing RNA secondary structure dynamics simulation

including pseudoknots.
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