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Interactome analysis after induction of DNA damage in human cells
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DNA damage response (DDR) is a crucial response for genome stability. A
detailed understanding of their protein-protein interaction networks enables us to know the cellular
function of DDR proteins. In this project, we performed the interactome analysis of DDR proteins in
human cells using a high resolution mass spectrometry. In the results of our study, we identified
several factors that interact with POLR2A/RPB1, the largest subunit of RNA polymerase 11, after
induction of DNA damage in human cells.
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