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A risk assessment of autism caused by environmental chemicals using epigenetic
information
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Autism spectrum disorder is a neurological disease that has been increasing
in recent years and has become a major social problem. In this study, we focused on the effects of
harmful chemicals in the environment and elucidated the pathogenic mechanism of autism based on
epigenetic regulation. As a result of analysis using neural differentiation system of human iPS
cells, some of the chemicals detected in the maternal environment disturbed the neural
differentiation at the concentration in the biological exposure range. In addition, chemical
exposure disrupted epigenetics, the regulatory mechanism of gene expression, confirming the effects
of chemicals over a wide range of genome. The results indicate that environmental chemicals
adversely affect the epigenetic regulation and neural differentiation in vitro.
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