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Development of a simultaneous detection for pathogenic bacteria by foam
concentration and NGS analysis existing in the water environment
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Waterborne diseases due to pathogenic bacteria in the water environment are
a serious problem all over the world. Therefore, it is necessary to develop a method that can
accurately and simultaneously obtain information on pathogenic bacteria in the water environment. In
this study, the development of a detection method that combines the simultaneous amplification of
target genes using the Multiplex PCR method and the simultaneous analysis of base sequences by the
NGS analysis were investigated for seven types of E. coli pathogenic genes. As a result of the
Multiplex PCR method, it was possible to simultaneously detect 5 out of 7 target genes. The
relationship between the copy number of the digital PCR method established as a quantitative
analysis and the read number of the NGS analysis, five types of E. coli pathogen-ic genes showed a
positive correlation. In addition, it was suggested that the copy number can be estimated from the
number of reads.
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