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In this study, we targeted 20 primary watersheds flowing into “ the Seto

Inland Sea” and conducted a comprehensive survey of freshwater fish communities and habitat
assessments using environmental DNA (eDNA) analysis. We focused particularly on the Japanese eel
(Anguilla japonica) as an environmental indicator species, identifying anthropogenic structures that
block their migratory routes. Subsequently, starting from these identified barriers, we evaluated
the diversity of fish communities and habitat conditions upstream and downstream.

Next, we prioritized sites for potential remediation based on our evaluation criteria. Utilizing
these results, we gained diverse insights into the sustainable management and recovery of migratory
fish resources, including the Japanese eel, and disseminated this information. Ultimately, we
integrated the outcomes of this research into societal applications to support the restoration of

suitable habitats for migratory fish species.
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