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Food and nutrition education focused on the diversity of intestinal microbiota
in Japanese children
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3,200,000

4-5

Lachnospiracea Roseburia

The purpose of this stud% was to examine the relationship between the
intestinal microbiota and eating habits of preschool 4-5 year old children from the perspective of
intestinal microbiota diversity, and to clarify whether food and nutrition education can increase
the diversity of the intestinal microbiota. A significant increase in butyrate-producing bacteria
such as Lachnospiraceae and Roseburia was observed in children with a high degree of Japanese
diet-type eating habits, suggesting that Japanese diet-type eating habits have a positive effect on

the intestinal microbiota.
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1. #FIERIA S D =

JERNAEZ T A L > TR | BFER EOAEERESCINEIC L > TEb+5 2 055
NTWD, ShIRHILIRRICH D —EDOMRZ R T X 91272 D & TR LRIZ—EIAN TIIbikm
HELTWAZEDRHLNIAR >TSS (Yatsunenko T, et al. Nature 2012) . BWNHES
DML TBE R BER OB b TRBEMNRER G RESEE LTV Z R LM - T
BV (Ridaura VK, et al. Science 2013) . ZF LWIHENMEEOEKIZIZS T E CoRHY
ERFHCEETH D W25, ITFEEmE & FEEMmE ICIIENMEE ICER D D 2 L BNE
HE VTG OHE IR 72 E O RFE OJRE L EET 5 Z LRI NI/ o TS (Tilg H, et al.
J Clin Invest 2011) , L2>L., EDO XS RGHNMETEN 2L OJRIE L BEE L TW A2 250
TIEERB—EH L TV, 3000 FEZ B DBNMEN AT v A& Rk THEL TWAERET
I, —HEOBEZTICER LTYH, 2EKR0EEEHL TS Z EITEFICHETH D, BEin T
Hron b B O NG AN OFEEE XIS A & i LT 7 < L BN O8N b v T
HIEDHMEINTEY (Le Chatelier E, et al. Nature 2013) . BWNHIEEICZEEED H
HNFRBESIRE LS BEETH D Z LRI N TN D,

INETORIZEBN T, BAETERR > TWHEIERRT R TIEROREIZH HFRTiEe <, &£
HEEA~OREEUEOEFKE ST O L SICEE L TW5, ST oREE & I5PHEE O SR
PICREEIXH D00, BNERESELZBRE LT IIENMEEOSHESE 25052 LN T
X500, BNMEROSHRMEDOERITHIH] (4-573%) TRIEETH DL D0, THHRH LT
i, B O AEBESEO KRE LRI SITICRD EEX D, LvL, SR Ex8 & LIZEN
MEFEDOZRRME L REE L OBEIZOWTOREFIZIFE A EHR LI,
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AR TIE, HAROBSRT 4-5 i OGNHIE R & BEE, AIEEE, REFOREIE L 0B
WA ZERMEOBLE OREFTT 5, £70. BNEBRESGELZ B L L7 &E D IBNME O 28k
EEODHZENTEAINEHLNZTAZEAXBENET B,

3. WD ik
(1) %1 [EFAE CFE 30 4

B GEIRBIRO A ShFEE (22 4) . BShHEE (80 £44) @ 4-5 LB L OMREHED S b,
WZEBIM~DRIENE DAL 38 (A ShHEE 25 . B ShHER 13 ) & U7z, BRPNHIIE ST
GhERE) 1, 7 7 P HRORMEX » N CTEREEITV, EES 7006 DNA i L7Z, 2T
FHEE 3@ L CA7ET 5 16S rRNA s 1-ElS (V3-V4 fElk) % % —74 ~ k& L7z PCR HElE #1T
W, RS — 2 = D T ERRY IS A B Lo, BREE (ShIExE) 13, 3 ARAE
FLERIEEIT -T2, Fo, BNREGELZ B E L-RE %2 A ShHEE C36E L7,

(2) %2 BIFAE (5Fn 2 45

SRS AE 3 HIC, B 1 EFHEICS ML T2V T2 05 2 6 A IB N AT S RAT (B 42) &
BEIEPE SRR 2 5 L, IR0 RBBIEFEIL. IR0 A FE
EE A2 (BDHQ3Y) Z AV M=,

IR RE L. EEMET Y 7 b Qiime2 (2021.9 ver.) ZHWTHNT 21T o720 H v 7LD
BN E DO SRR (o M) 13, IS T 58 E X (richness) EHEOFERDORY IZ
LR ENDBENE (evenness) ZHAWVWCEMEi L7z, o T AFENDOIES > &0V TR O
EE, B AR 21T VEMI L7z, F72, BERIHHRMENT (LEfSe) (2L V., BEMOEW EHH
& R ARt ot 2175 7=,

4. BFFERA

Fgekt 5 38 4 DIGNME#ALR (L) OMRFTER TIX, 2 E TO®RE & R
Bacillota MB X O Bacteroidota FPADMEENT, Actinomycetota M. Pseudomonadota W & #t
X, ZOD 4 DOMIIETHIREEDNKEE ED L0, TOMMITITEAERSH D Z Lo
(K1), BEZEH L7 ASHERE & Ehii L7 d>o 7= B ShHEER TN BRI #E DO SAEMEIC 1T A D
Nighote, RFEETF PO FMRMICAY  HoRBEIESZEMT LN TERhoTel &
LHD ., BENGHNMEZEDOSZHEEEZ RO ENTEEINEIMNEHLMNITHZ LT TE
oo T,

R &R LI-REEHA (BDHQ3y) T —X L0, AARREA T v 7 A (Japanese diet
index : JDD) A a7 #HH L, HARMEEEOESWREWHIE LARWSIED 2 BT T
AR 5 & OBEZMRET L 7o, ZERMEMRNT TlX, o ZERMEREES L OB SR 21T A B I
7o 7o, LEfSe T CTlk, AARMEEHBOES VRN E WYL, Lachnospiracea B0
Roseburia J&72 & OEREEPELRICB W CTHEZRBMMABIZE Sz (n=38, p<0.05) (K2), Zih
D OFSEREAMERE L, HIHE a2k — MR CTOREFEMIKOEEE Naito Y, et al. J. Clin.
Biochem. Nutr. 2019) E[EUTH Y., ShIRIZBWTH AR ABENIHNEEIC RV
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