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Actual Risk of Microbial Leakage from Decentralized Wastewater Treatment
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Ishiguro, Yasushi

3,200,000

VBNC

VBNC

In order to accurately evaluate the risk of microorganisms being released
from the decentralized wastewater treatment facility (Johkasou) into the aquatic environment, the
impact of bacteria on the quality of treated water, and the risk of bacterial leakage using a
detection method that can evaluate VBNC (Viable but non culturable) bacteria were evaluated.

In the Johkasou with good quality of treated water, it is considered that many bacteria are removed
during the sedimentation process of detached biofilm as sludge, and the leakage of bacteria is
suppressed.

Algﬁough most of the bacteria detected in the treatment process of the Johkasou were dead bacteria,
and most of the bacteria detected in the sedimentation tank were also dead bacteria, it was
suggested that VBNC bacteria were also included.
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