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Identification technique development for post-transcriptional modifications of
pseudouridylation in human RNA by mass spectrometry

Yamaki, Yuka
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U2 snRNA and U3 snoRNA were purified from RNA biosynthesized with uridine-5,
6-d2 in the human TK6 cells deficient in mono phosphate synthase. U2 snRNA and U3 snoRNA were
analyzed by LC-MS after digestion with RNase. Spectrum were searched in the database Ariadne, and
novel pseudouridylation sites were revealed.
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