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Development of a comprehensive analysis of cytosine variants for cellular
evaluation
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DNA methylation is considered to be an important epigenetic modification for
controlling gene expression. Since the discovery of the active DNA demethylation pathway in
mammals, numerous efforts have been made to distinguish epigenetic cytosine variants, including
5-methylcytosine (5mC), 5-hydroxymethylcytosine (5hmC), 5-formylcytosine (5fC), and
5-carboxylcytosine (5caC). In this project, we developed a technique for the sequential multiple
assessment of cytosine variants by a surface-plasmon-resonance (SPR)-based immunochemical assay.
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