2018 2020

B_

Ribosome modification to synthesize peptides containing beta-amino acids

Fujino, Tomoshige
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The aim of this study was modifying ribosome, which is the organelle
producing proteins in a cell, to improve the incorporation efficiency of non-proteinogenic amino
acids into peptide. We successfully developed a method to pick up the desired mutant ribosome from
the pool of highly diverse mutant ribosomes containing random mutations in their rRNA sequences.
Although we found the rRNA sequence with an improved activity to introduce D-amino acid into
peptide, the expression and purification of the mutant ribosome from E. coli cells were difficult
because the structural stability of the mutant ribosome was low.
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