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Heterologous production of lead compound terpene natural products from mushroom
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In this study, we investigated the biosynthesis of erinacin isolated from
mushrooms. 1. The CRISPR / Cas9 method that achieves high transformation efficiency. Furthermore,
the marker recycling method has enabled the simultaneous expression of multiple biosynthetic genes.
2. The genomic DNA required for the synthesis of erinacine is introduced into Aspergillus oryzae, 90
% of introns are correctly splicing. 3. We also found an acetyltransferase outside the erinacien
gene cluster, and UDP-xylose synthetic genes derived from plants. A total of 10 genes were
introduced into Aspergillus oryzae, the erinacine Q was successfully produced.
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