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Development of protein sequence data mining method to design total sequence of
artificial amino acid metabolism enzymes

Nakano, Shogo

3,200,000
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In this study, we try to develop a method to curate protein sequence data
and increase succession rate for the design of highly functional artificial enzymes. By applying the
method to the design of two enzymes belonging to L-amino acid oxidase family (L-arginine oxidase
and L-amino acid oxidase), we can generate artificial enzymes bearing high stability, solubility and
reactivity with ancestral sequence reconstruction.
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