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i _Plants produce various specialized metabolites. Alkaloids are often used as
important pharmaceuticals, however, their accumulation in plants is often very low. To improve the
production, 1 have elucidated the biosynthesis of isoquinoline alkaloids (I1QAs) in medicinal plants

at the molecular level as a model.

In this study, | isolated five novel AP2/ERF transcription factors involved in the regulation of IQA
biosynthesis from Coptis japoida and characterized them.

Transient expression analysis revealed that five AP2/ERF transcription factors control the
expression of 1QA biosynthetic enzyme genes using C. japonica protoplasts. Furthermore,
electrophoresis mobility shift assay suggested the direct interaction of AP2/ERF proteins with
promoter sequence of IQA biosynthetic enzyme genes. We also generated and established the transgenic
cultured cells in which AP2/ERF genes were over-expressed to analyze their phenotype.
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