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Development of novel breeding techniques using cytoplasmically localized
isoforms with unknown functions
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i i i _ To verify that the light-dependent regulation of transcription start sites
discovered in Arabidopsis also exists in rice and tomato, which are practical plants, we performed

transcription start site analysis (TSS-seq analysis) using next-generation sequencers for rice and
tomato, and found that the light-dependent regulation of transcription start sites also exists in

rice and tomato. We found that light-dependent regulation of transcription start sites also exists
in rice and tomato.

In addition, we have constructed and prepared binary vectors for the transformation of genes that
produce cytoplasmic isoforms by light-dependent transcription start site regulation in rice.
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