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Identification of genetic factors associated with resistance to a fruit tree
viral disease, mume leaf-edge necrosis
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Viral disease can be a fatal problem in fruit tree cultivation. We tried to
reveal genetic factors for resistance to a viral disease in Japanese apricot, mume leaf-edge
necrosis. Surveys for symptoms and viral infection in scions grafted to infected rootstocks,
transctiptome analysis and genome-wide association study (GWAS) suggested that interspecific hybrids

derived from crosses with apricot or Japanese plum was less affected with virses assciated with
mume leaf-edge necrosis, compared to varieties for harvesting fruits. However, we could not identify
genetic factors for resistance, because all the interspecific hybrids were F1 hybrids which may be
heterozygous at candidate loci. The results showed that it is useful to utilize interspecific
hybrids to give resistance to viral deseases in Japanese apricot.
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