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In this study, to elucidate the molecular _mechanism of light-induced
anthocyanin pigmentation in petal, light-treatment experiments using white light and different
wavelength ranges using LED light, were conducted using gentian, one of the major cut flowers in
Japan. From the results of RNA-seq analysis using light-treated gentian petal samples, candidate
genes that promote coloration in response to light were selected, and their functions were analyzed
by genome editing. The results showed that one of the candidate genes, GST1, was expressed in petals

in response to light and functioned in the accumulation of anthocyanins in vacuoles.
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