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Elucudation of the significance of hidden break structure in insect ribosome
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The ribosome structure is highly conserved from yeast to humans, while the
insect ribosome generally has a characteristic structure, called hidden break. To elucidate the
significance of hidden break, | tried to construct the experimental model using yeast. 1 found that
the growing of yeast was significantly reduced by introducing the rRNA sequence with hidden break
site and the ribosomal protein located near the hidden break site, both of which derived from
insect, indicating that introduced rRNA sequence and ribosomal protein have a negative influence on
ribosome synthesis or stability in yeast. These results suggest that insect-specific factor(s) or
mechanism(s) may be needed for the synthesis of ribosome with hidden break.
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