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Development of environmental DNA method for detection of genetic introgression
in medaka species complex
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In this study, we developed a novel tool for monitoring the genetic
introgression in wild medaka Oryzias latipes species complex using environmental DNA (eDNA)
analysis. We developed the eDNA markers to detect the nuclear DNA of wild medaka and artificial
strain clled as “ himedaka™, and could detect the eDNA of two medaka species from the field water
(rivers and canals) using these DNA markers. Furthermore, in a closed water environment, such as a
breeding tank, eDNA concentrations of the two species were positively correlated with their allele
frequencies, respectively. However, the eDNA concentrations of two species detected in the field
were much lower, and the improvement of detection method should to be necessary to increase the

detection rate and decrease of false negative rate.
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Primer Set (B type)
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