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Estimating adaptive differentiation between two varieties of the genus Thujopsis
to Pacific side / Japan Sea side climate based on cold tolerance
characteristics

Inanaga, Michiko
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Genus Thujopsis is endemic to Japan and consists of two varieties: T.
dolabrata var. dolabrata, which is distributed mainly on the Pacific side, and T. dolabrata var.
hondae, which is distributed mainly on the Sea of Japan side. Testing the hypothesis that there is a

difference in winter cold tolerance between the two varieties, no difference was detected from
November to early March during cold acclimation, thus rejecting the initial hypothesis. On the other
hand, T. dolabrata var. dolabrata presented slightly higher cold tolerance in September-October and

late March, suggesting that local adaptation to the provenance may occur at the preacclimation and
the deacclimation stage. Sugar content analysis did not show any difference among the provenances.
In addition, a T. dolabrata cDNA database with detailed annotations was developed for future use of
comparison by expressed genes.
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