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An elucidation in the mechanism of vertical transmission of anthropoid-borne
virus(arbovirus) via a lipid transport mechanism

Shoko, Nishiyama
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i i Lipid is not only the essential nutrient for anthropoids but also components
of arbovirus viral particles. Therefore, | hypothesized that the mosquito’ s lipid transport

protein interacts with arbovirus infection.

The mosquito’ s target gene can be knocked down by introducing double-stranded RNA(dSRNA) into
mosquitos. La crosse virus infects mosquitos in which lipid transport protein is knocked down, and
the infectious rate and vertical transmission rate of knock-down mosquitos were analyzed using this
technology. I aim to understand the role of lipid transport protein in arbovirus infection and
reveal the mechanism of vertical transmission of arbovirus.
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