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The aim of this study is to established a novel feeding enrichment strategy
using host-specific intestinal bacteria as probiotics that efficiently degrade host food in the
wild.

Two bifidobacterial species were successfully isolated from captive lesser slow lorises as
host-specific bifidobacteria and we analyzed their utilization of gum arabic and chitin which are
the main components of their natural food items, sap and insects. Interestingly these
Bifidobacterium degraded gum arabic and chitin, therefore these isolates were essential intestinal
bacteria for mucivore and insectivore such as slow loris. Captive slow loris are fed mainly on
pelleted food and commercial fruits. However considering their food habit, nutritional Bhysiology
and intestinal bacteria, the main food should be changed from ordinally food to gum arabic and
insects. Our results suggested the present isolates of Bifidobacterium from captive slow loris are
the beneficial as probiotics for mucivore and insectivore.
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