2018 2020

TLS

Structural basis of G-quadruplex recognition by TLS protein which lead to
telomere lengthening
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Interaction of telomeric DNA and TERRA with peptide motifs in TLS, where
tyrosine residue or phenylalanine residue is flanked with two RGG motifs, were analyzed by NMR. The
peptide motif was suggested to bind to a G-tetrad and a loop region on the G-tetrad of telomeric
DNA. On the other hand, it mainly bound to G-tetrads of TERRA. Additionally, the peptide motif was
turned out to be able to interact with DNA-RNA hybrid quadruplex that formed by telomeric DNA and
TERRA. Furthermore, conformational change of TLS from closed form to open form on binding telomeric
DNA or TERRA was revealed.
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