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Elucidation of epitranscriptomics mechanism
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A novel substrate of the ALKBH family was searched by a method using ALKBH
recombinant protein and mass spectrometry. As a new reaction pathway, there ware suggested that
ALKBH4 decrease mchm5U contained in small RNA, hm5C formation reaction of ALKBH1 in rRNA and m6A
demethylation reaction of ALKBH5 in rRNA and small RNA. In addition, it was clarified that ALKBHG, a

family molecule of unknown function, is associated with the high expression and prognosis in renal
cancer, and that the suppression of its expression suppresses the growth of cancer cell lines and is
involved in the Sphingosine-1-Phosphate biosynthetic pathway.
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Functional analysis of the unknown gene ALKBH6 by metabolome analysis using UHPLC / Q-TOF-MS
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