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Construction and analysis of bacterial strains carrying heterologous bacterial
genome by heterologous protoplast fusion.
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In this project, | aimed to develop a new technology to construct
heterologous genome fusant bacterial strain. First, protoplast fusion experiments that cause cell
fusion were performed using various bacterial pairs. However, none of them produced a heterologous
genome fusant. Next, to replicate and maintain heterologous genome in E. coli, the sequence of a
single copy plasmid derived from E. coli was introduced to the Corynebacterium glutamicum genome.
Then, the recombinant C. glutamicum strain was fused with E. coli by protoplast fusion. It was
confirmed that the obtained fusant strains carry both E. coli and C. glutamicum genome sequences.
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