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In this study, we aimed to elucidate the transcriptional and epigenetic
regulation governing human hematopoietic progenitor cell differentiation. With cord blood-derived
hematopoietic stem cells as a reference, we utilized embryonic stem cell- or induced pluripotent
stem cell-derived hematopoietic cell differentiation system in vitro in order to capture
spatiotemporal regulation of cell differentiation from the beginning. By comprehensively analyzing
molecular changes during hematopoietic cell differentiation, we picked up candidate regulators in
silico and tested their functionality by genome editing. As a result, we found a novel regulator
which was essential for hematopoietic cell differentiation. It appeared to control arterialization
of endothelial cells, which recenth was found to be a prerequisite for hematopoiesis. Thus, our
results provide a novel insight of hematopoietic cell differentiation.
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