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The molecular mechanism by which cells respond to Fluid flow.
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The left-right asymmetric morphogenesis of mammals is triggered by the
leftward flow, which is generated by the rotating cilia on the node (E7.5). The mechanism by which
flow stimuli is transmitted to the cell, was unknown.

Cerl2 is known as the earliest gene that has left-right asymmetric expression pattern. Cerl2 is
expressed higher on the right side of node. This left-right asymmetric expression of Cerl2 is
generated by the left side specific degradation of mRNA of Cerl2. The degradation of Cerl2 is
induced by fluid flow stimuli via cation channel Pkd2. In this research, I found that the most
proximal 200 nucleotide region of the 3"-UTR is essential for the asymmetric mRNA decay. | also
demonstrated that RNA binding protein Biccl bind to the region, and CCR4-NOT is involved in the
degradation mechanism of Cerl2. | expected that this study will lead the elucidation of the
mechanism by which mechanical stimuli regulates gene expression.
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