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St[gctural biology of attractant peptide recognition in plant pollen tube
guidance
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To elucidate the molecular mechanism of pollen tube guidance in plants, we
conducted the structural studies of secreted peptides LUREs from ovule and pollen receptors which
interact with LURE peptides. We examined expression and purification methods for a variety of LURE
peptides and LURE receptors. In this study, we tried co-crystallization of the various LURE
peptide-receptor complexes but it was not successful. To improve the quality of crystals, we
examined expression hosts and constructs and confirmed binding ability by pull-down assay.
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