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Comparative genomics of rhizobia nodulating beach pea ecotypes between
heterogeneous environments
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Soil bacteria called rhizobia infect leguminous plants to form root nodules
for bacterial nitrogen fixation. Formation nodule require the specific recognition of host and
rhizobium. This symbiosis has been widely studied as the model of mutualistic evolution. Especially,

the genetic variants that underlie host specific adaptation are key components of models of
microbial diversification.

Originally, 1 was planning to observe ecotypic specialization of rhizobia and characterize genomic
variation to adaptive divergence between distinct environments. Phylogenetic analyses revealed vast
genetic variations of the rhizobia between in contrasting soil types. At the moment, results of the
clustering implied no host specificities between in soil types. Further, cross-infection experiments
between host plant and rhizobia respectively showed no differences in plant growth, in spite of the
difference in the numbers of rhizobia between in soil types.
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Physiological differentiation inferred from germination rate between coastal and freshwater populations of the beach pea
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