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Elucidation of the proteasome activity by shuttle factors
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The proteasome is a major proteolytic machine that regulates cellular
proteostasis through selective degradation of ubiquitylated proteins. Recently, we and other group
showed that the ubiquitin-selective chaperone p97 and Ub-binding proteins RAD23 and UBQLNs play
critical roles in the substrate-selection and sorting to the proteasome. In this study, we reveal
that proteasome-containing nuclear foci form under acute hyperosmotic stress. The proteasome foci
exhibited properties of liquid droplets. RAD23B, a substrate-shuttling factor for the proteasome,
and ubiquitylated proteins were necessary for formation of proteasome foci.
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