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Angioimmunoblastic T-cell lymphoma (AITL) is an aggressive lymphoma derived
from follicular helper T cells. Epstein-Barr virus (EBV)-positive B cells have been detected in
majority of patients with AITL. We evaluated the impact of EBV on the clinicopathological
characteristics of AITL. We revealed that, among the younger group of AITL (<60 years old),
EBV-positive status significantly improved prognosis compared to an EBV-negative status.

We also performed clicopathological study of AITL arising in patients treated with methotrecate
(MTX-AITL). The study revealed that approximately 70% of patients with MTX-AITL presented with
spontaneous regression (SR) after the cessation of MTX. We further compareted the microenvironment
features of MTX-AITL and normal AITL by using nCounter sytem, and found that microenvironment of
MTX-AITL is rich with plasmacytoid dendritic cells. This result suggests that plasmacytoid dendritic
cells might be a key factor of SR after the MTX cessation.
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