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High-grade fetal adenocarcinoma of the lung (H-FLAC) is a rare variant of
pulmonary adenocarcinoma. Although expression analysis using a reverse phase protein array (RPPA)
has planned in this study, we performed RNA-seq analysis because of difficulty of RPPA analysis
using formalin fixed paraffin embedded tissues. The RNA-seq analysis showed that KMT2C expression
was significantly lower in H-FLACs compared to that in common type pulmonary adenocarcinomas.
Immunohistochemical analysis also showed significantly lower levels of KMT2C in H-FLACs compared to
that in common type adenocarcinomas. Some H-FLACs showed diffuse p53 expression or aberrant (3
-catenin nuclear localization. Therefore, it was suggested that KMT2C dysfunction are potentially
associated with the biological features of H-FLACs.
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