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The MICs of the Helicobacter cinaedi isolates were determined by the broth
microdilution method. For resistant strains, mutations were detected by analyzing resistance-related
genes. By comparing the amino acid sequences of the drug efflux system, we found that a certain
point mutation is involved in the development of high drug resistance.
We focused on the type IV secretion system (T6SS) gene cluster for the pathogenicity of H. cinaedi.
T6SS was involved in infecting host cells. Furthermore, a T6SS effector candidate protein was
detected. The proteins inhibited bacterial growth.
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1. MIC
MIC values L
Antibiotics ol (/e
0.06 0.12 0.25 0.5 1 2 4 8 16 32 64 >64
Ampicillin 1 4 12 34 69 52 26 1
Ampicillin/Sulbactam* 2 2 10 35 58 45 13
Amoxicillin S 20 22 9 49 3 1
Carbenicillin 1 1 4 17 42 65 48 19 1
Piperacillin 1 7 12 33 47 86 11 1 1
Piperacillin/Tazobactam 1 8 17 31 76 56 7 2 1
Cefepime S 13 41 81 44 6 9
Ceftriaxone 1 4 7 20 33 75 47 10 1 1
Imipenem 178 14 S 1 1
Meropenem 129 50 15 2 2 1
Gentamicin 46 17 80 41 9 4 1 1
Kanamycin 25 19 23 68 48 11 3 2
Tetracycline 104 34 30 19 6 3 2 1
Erythromycin 10 25 61 20 83
Ciprofioxacin 1 B 21 55 87 31
Levofloxacin 1 S 15 27 S5 7 7 52 30
Moxifloxacin 20 10 9 29 39 7 9 31 32 12 1
Metronidazole 44 7 4 24 20 6 2 1 8 11 46 26
Chloramphenicol 49 33 60 46 8 1 2
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