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Stx2f Escherichia HUS

Analysis of the mechanism of HUS pathogenesis by Stx2f-producing Escherichia sp.
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Although most E. albertii infections are mild, E. albertii isolated from a

HUS case was inferred to be the causative organism and was confirmed to harbor the Shiga toxin stx2f
gene.Since Stx2f is a subtype whose details are still unknown, we evaluated the Stx2f toxicity of
this strain. As a result, this strain produced little Stx2f, but we obtained E. coli K-12 strain
harboring the stx2f phage derived from this strain, which showed clear Stx2f production. Although
the expression of this Stx2f phage is suppressed in the background of E. albertii, it is possible
that itﬁ tgxicity is enhanced when it is acquired by phage-susceptible bacteria in the environment
or in the host.
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