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Molecular mechanisms of viral infection by Nelson Bay Reovirus isolated from
humans
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Nelson Bay Reovirus (NBV), a member of family Reoviridae is recently
recognized as a causative agent of acute respiratory tract infections in humans. In this study, we
characterized NBV NelB strain (isolated from a bat) and MB strain (isolated from human) to
understand how strain-specific difference of o C gene influences viral infectivity and pathogenesis.

By using reverse genetics system, we generated recombinant virus expressing NelB-o C in genetic
background of MB. All mice infected with NelB-o C didn’ t show any sign of illness. To better
understand functional differences of o C between NleB and MB strains, we generated chimeric o C
mutant viruses and demonstrated that body domain in o C is associated with strain specific
difference in viral infectivity and pathogenesis. These data suggest that biological properties of
o C, including infectivity and pathogenesis, segregate in a strain-specific manner.
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