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Elucidation of the role of pl6INK4a in aging process of gut immune system and

microbiota

Kawamoto, Shimpei

3,200,000

T B pl6INK4a

The human gastrointestinal tract harbours a complex community of
microorganisms, called the gut microbiota. Although it has known that an imbalance of gut
microbiota, named dysbiosis is generated through aging, its mechanism has not been clarified. This
study revealed that the increase of pl6INK4 expression in T or B cells through aging affects the
immunoglobulin A production in Peyer"s patches, leading to dysbiosis of gut microbiota.
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