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Revealing the function and the molecular network of a novel IncRNA associated
with gastric cancer and gastritis
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Gastric cancers gGCs) develop through Helicobacter Pylori-induced chronic
gastritis. The involvement of long noncoding RNAs (IncRNAs) in inflammation-related carcinogenesis
remains unclear. We have identified a IncRNA TM4SF1AS1, which promotes GC cell proliferation and
tumor formation. To unravel pathways and molecular networks associated with TM4SF1AS1 in the
tumorigenesis, we comprehensively screened a series of TM4SF1AS1-binding proteins. We identified
many stress granule-associated molecules and found that TM4SF1AS1 promoted stress granule-like
bodyformation in GC cells. Moreover, TM4SF1AS1 inhibited apoptosis mediated by stress-responsive
MAPK. It suggested that TM4SF1AS1 might be a IncRNA link between tumorigenesis and stress granule
and a potential therapeutic target.
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