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The purpose of this study is to identify disease susceptibility genes in
central nervous system germ cell tumors by genome-wide association analysis. DNA was extracted from
138 peripheral blood samples of patients and survivors who obtained consent to participate in the
study at 8 medical institutions nationwide.

The DNA sample was sent to Osaka University, which is a research cooperation institute, and
subjected to gene decoding using a single nucleotide polymorphism array customized for Japanese
population. Currently, data analysis is being performed to identify the genotypes and genes
associated with the development of this disease.

In addition, the sample was sent to the University of Connecticut, and gene analysis using a new
technique called whole genome sequencing is in progress.
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