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Analysis of drug-induced parkinsonisms in 22911.2 deletion syndrome.
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We performed a copy number variation (CNV) analysis in 22q11.2 deletion
syndrome patients with schizophrenia-like psychosis. The deletion of GGT2 gene was only found in a
220q11.2 deletion syndrome patient with schizophrenia-like psychosis and drug-induced parkinsonism.
The number of samples is small, and more cases need to be accumulated.
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