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A mutation analysis_of complement-related genes in transplant-associated
thrombotic microangiopathy
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We planned to analyze 40 genes, including 17 genes, that are known to_be
involved in the etiology of transplant-associated thrombotic microangiopathy (TA-TMA) in American
adults, in order to identify the causative variants of TA-TMA in Japanese children. We collaborated
with Kindai University, Yokohama City University Graduate School of Medicine, and Kagoshima
University to analyze a large number of samples. After receiving approval from all institutional
review boards, we performed exome sequencing for 20 cases with TA-TMA and 20 cases without TA-TMA.
Several low-frequency variants (e.g.,CFHR5, CFHR4, THBD, and C1RL) were found in patients with
TA-TMA; however, more samples would be analyzed in order to determine whether these variants are

significant.
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