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Development of new therapy for osteogenesis imperfecta targeting bone coupling
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Osteogenesis imperfecta (Ol) is a congenital bone dysplasia with bone
fragility. Previous sudies have suggested that abnormalities i1n bone coupling accelerated bone
resorption by osteoclasts, which exacerbate the Ol pathology. The aim of this study was to develop a

novel treatment for Ol targeting bone coupling abnormalities. We extracted bone marrow from oim
mice, an Ol model mouse, and performed primary osteoblast culture. Then we comprehensively
identified molecules involved in osteoclast differentiation using RNAseq. In this study, we
established an experimental system for analyzing bone evaluation in Ol model mice and a method for
isolating osteoblasts and osteoclasts, and confirmed that osteoclast differentiation is actually

enhanced in Ol. Finally, we identified candidate molecules that could be responsible for enhanced
osteoclast differentiation.
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