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Elucidation of liver regeneration mechanism in fatty liver disease

Hoshikawa, Kyoko
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In this study, we examined the effects of Epiregulin on NASH pathological
progression using epiregulin gene deficient mice. In the epiregulin gene deficient mice with diet
induced NASH, the degree of intrahepatic inflammation and liver fibrosis was reduced compared with
WT. These results suggest that Epiregulin, a growth factor that contributes to liver regeneration
during liver damage, may contribute to the progression of liver fibrosis in the process of progress
of NASH disease, and we aim to further examine the detailed mechanism.
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