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Elucidation of the mechanism by which vascular endothelial cells are involved in
liver carcinogenesis/recurrence
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We identified TMEM this time by comprehensive methylation analysis of the
group achieving sustained viral response (SVR) and HCC group after achieving SVR, and expression

level analysis. TMEM is a novel gene of unknown function. TMEM was found to be expressed in

tumor-infiltrating vascular endothelial cells, and the recurrence-free period of liver cancer was

significantly short in the high TMEM-expressing group. It was confirmed that TMEM-overexpressing
vascular endothelial cells significantly promote tumor formation. TMEM has been shown to enhance

tumorigenesis via the ER stress pathway. It was suggested that TMEM could be a therapeutic target
for liver carcinogenesis and hepatocellular carcinoma.
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Genome-wide methylation analysis identified a new intrahepatic vascular endothelial marker associated with induction of
tumorigenesis after successful eradication of HCV

AASLD2019

2019




